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Supplementary Table. 1: Percentage Identity/Similarity among all proteases chosen in for the search module
- and the PI and PC PLC from Bacillus cereus

PDB 1FLH 2CY7 1S2B 1FJO 1VDE 1A0J 1KN9 2DBU 1AH7 1PTD
1FLH 100/100 23/34 27/36 26/36 18/25 23/31 24/33 24/34 22/33 25/33
2CY7 - 100/100 22/29 22/34 16/24 21/31 23/32 22/32 21/31 20/32
1S2B - - 100/100 22/29 12/17 24/36 25/35 21/26 24/35 23/29
1FJO - - - 100/100 22/30 20/30 23/31 26/37 23/32 23/35
1VDE - - - - 100/100 12/15 17/23 23/32 13/19 15/22
1A0J - - - - - 100/100 23/33 18/24 23/33 21/31
1KN9 - - - - - - 100/100 22/32 24/34 23/33
2DBU - - - - - - - 100/100 21/31 22/30
1AH7 - - - - - - - - 100/100 24/35
1PTD - - - - - - - - - 100/100


